Renal Cortical Membrane Phosphoproteome Database (RCMPD)
The RCMPD was created by Marina Feric, Boyang Zhao, Jason Hoffert, Trairak Pisitkun, and Mark Knepper from the NHLBI Laboratory of Kidney and Electrolyte Metabolism. Contact us with questions or
comments at knepperm@nhibi.nih.gov.
" Phosphopeptide Sequence Site Assignment: * = specific phosphosite assigned, ? = site assignment ambiguous, @ = oxidation
i i q : : : . ,  Specific Site
Accession Number Gene Symbol  Protein Name Phosphopeptide Sequen Sitel Site2 Site3 Site4 Frequency e
NP_596892 Abcbla ATP-binding cassette, sub-family B (MDR/TAP), DSGSS*LIR S653 1 yes
member 1A
NP_001101671 Abccl0 multidrug resistance-associated protein 7 T?TEELDVAQNTSGR T844 1 no
NP_001101671 Abccl0 multidrug resistance-associated protein 7 TT?EELDVAQNTSGR T845 1 no
NP_596902 Abccd multidrug resistance-associated protein 4 EEAEPSPVPGT*PTLR T646 1 yes
NP_596902 Abccd multidrug resistance-associated protein 4 ENEEAEPSPVPGT*PTLR T646 4 yes
NP_596902 Abccd multidrug resistance-associated protein 4 KENEEAEPSPVPGT*PTLR T646 4 yes
NP_001103353 Abcfl ATP-binding cassette sub-family F member 1 GAEQGS?EEEKEEKEGEVK S227 1 no
NP_852046 Abcg2 ATP-binding cassette sub-family G member 2 DHVLVPM@S*QR S13 4 yes
NP_852046 Abcg2 ATP-binding cassette sub-family G member 2 DHVLVPMS*QR S13 4 yes
NP_001037859 Ablim1 actin-binding LIM protein 1 TLS*PTPSAEGFQDGR S115 2 yes
NP_001101263 Acss2 acetyl-coenzyme A synthetase, cytoplasmic GWS*PPPEVR S30 3 yes
NP_001101263 Acss2 acetyl-coenzyme A synthetase, cytoplasmic RGWS*PPPEVR S30 1 yes
NP_062056 Actcl actin, alpha cardiac muscle 1 EITALAPS?TM@ S325 1 no
NP_058686 Add1 alpha-adducin KQKGS?EENLDETR S586 1 no
NP_058686 Add1 alpha-adducin QKGS*EENLDETR S586 1 yes
NP_113740 Add3 gamma-adducin isoform 2 DRTEEVLSPDGSPSKS?PSK S648 1 no
XP_001078032 Ahnak AHNAK nucleoprotein isoform 1 GGVTGS*PEASVSGSK S4911 1 yes
XP_001078032 Ahnak AHNAK nucleoprotein isoform 1 GHYEVTGS*DDEAGK S5014 3 yes
NP_037030 Ahsg alpha-2-HS-glycoprotein precursor STPDS*AEDVR S138 1 yes
NP_037030 Ahsg alpha-2-HS-glycoprotein precursor VLHAQCHSTPDS*AEDVR S138 1 yes
NP_476444 Akapl12 A-kinase anchor protein 12 isoform alpha S*ESDKEEELEK S614 3 yes
NP_476444 Akapl2 A-kinase anchor protein 12 isoform alpha SES?DKEEELEK S616 1 no
NP_001011974 Akap2 A-kinase anchor protein 2 APPQVSS*PVQEK S641 2 yes
NP_001011974 Akap2 A-kinase anchor protein 2 FAPPQVSS*PVQEK S641 8 yes
NP_001011974 Akap2 A-kinase anchor protein 2 LQAPASPS*SSTSSHCSSR S154 1 yes
NP_001011974 Akap2 A-kinase anchor protein 2 M@FAPPQVSS*PVQEK S641 1 yes
NP_001011974 Akap2 A-kinase anchor protein 2 SLQAPAS?PSSSTSSHCSSR S152 4 no
NP_001011974 Akap2 A-kinase anchor protein 2 SLQAPASPSS*STSSHCSSR S155 1 yes
NP_001011974 Akap2 A-kinase anchor protein 2 TLS*M@IEEEIR S730 4 yes
NP_001128253 Ankibl ankyrin repeat and IBR domain-containing protein 1 GVAPADS*PDAPR S738 2 yes
NP_001128253 Ankibl ankyrin repeat and IBR domain-containing protein 1 GVAPADS*PDAPRR S738 5 yes
NP_001121122 Anks4b ankyrin repeat and sterile alpha motif domain SS*LSNTSVGGFGSLSK S184 8 yes
containing 4B
NP_001121122 Anks4b ankyrin repeat and sterile alpha motif domain SVGGFGS*LSK S195 1 yes
containing 4B
NP_001121122 Anks4b ankyrin repeat and sterile alpha motif domain TYS*KEDSGTLSSSR S166 7 yes
containing 4B
NP_001121122 Anks4b ankyrin repeat and sterile alpha motif domain TYSKEDS*GTLSSSR S170 1 yes
containing 4B
NP_001094189 Ap3d1 AP-3 complex subunit delta-1 ALPS*DEDDKDPNDPYR S784 1 yes
NP_001094189 Ap3d1 AP-3 complex subunit delta-1 HSSLPT?ESDEDIAPAQR T758 1 no
NP_001094189 Ap3d1 AP-3 complex subunit delta-1 S*DEDIAPAQR S760 1 yes
NP_001094189 Ap3d1 AP-3 complex subunit delta-1 SLPTES*DEDIAPAQR S760 4 yes
NP_001094189 Ap3d1 AP-3 complex subunit delta-1 TES*DEDIAPAQR S760 6 yes
NP_036910 Agpl aquaporin-1 DLDADDINS*R S262 2 yes
NP_036910 Agpl aquaporin-1 EYDLDADDINS*R S262 4 yes
NP_036910 Agpl aquaporin-1 YDLDADDINS*R S262 2 yes
NP_037041 Aqp2 aquaporin-2 RQS?VELHS?PQSLPR S256  S261 2 no
NP_851597 Arfgef2 brefeldin A-inhibited guanine nucleotide-exchange PQSPVIQATAGS*PK S227 1 yes
protein 2
NP_001101217 Arhgapl Rho GTPase activating protein 1 SSS?PEPVTHLK S51 1 no
NP_071580 Arhgapl7 rho GTPase-activating protein 17 GGQSSPGTGT?SPKPSTR T583 1 no
NP_942054 Arhgap27 rho GTPase-activating protein 27 KSS*QDS*DTPAQASPPEEK S459  S462 2 yes
NP_942054 Arhgap27 rho GTPase-activating protein 27 KSS*QDSDTPAQASPPEEK S459 5 yes
NP_001041334 Arhgap5 rho GTPase-activating protein 5 DAS*DDEAFPTSK S1176 1 yes
NP_001005565 Arhgef6 rho guanine nucleotide exchange factor 6 KTS*EEEYVIR S640 2 yes
NP_001106994 Arhgef7 rho guanine nucleotide exchange factor 7 isoform b M@S*GFIYQGK S340 6 yes
NP_001100794 Atplla probable phospholipid-transporting ATPase IH DS*FSGLSTDM@H S747 4 yes
NP_036638 Atpla3 sodium/potassium-transporting ATPase subunit alpha- VDNSS*LTGESEPQTR S207 3 yes
3
NP_001100061 Atp6v0ad V-type proton ATPase 116 kDa subunit a isoform 4 SQLQS*FTIH S645 6 yes
NP_001100061 Atp6v0ad V-type proton ATPase 116 kDa subunit a isoform 4 SQLQS*FTIHE S645 1 yes
NP_001013951 Atpévlh V-type proton ATPase subunit H QEM@LQTEGS*QCAK S71 1 yes
XP_001070245 Atp8al ATPase, aminophospholipid transporter (APLT), class TDDVSEKTS*LADQEEVR S29 9 yes
1, type 8A, member 1
NP_476544 Baiap2 brain-specific angiogenesis inhibitor 1-associated DNSTLLS*FK S396 1 yes
protein 2
NP_001029312 Baiap2I1 brain-specific angiogenesis inhibitor 1-associated DYDTLSKYS*PK S281 6 yes
protein 2-like protein 1
NP_001029312 Baiap2I1 brain-specific angiogenesis inhibitor 1-associated PVSGT*PQPS*PM@TER T257 S261 1 yes
protein 2-like protein 1
NP_001029312 Baiap2I1 brain-specific angiogenesis inhibitor 1-associated VS*GTPQPS*PM@TER S255 S261 1 yes
protein 2-like protein 1
NP_001029312 Baiap2I1 brain-specific angiogenesis inhibitor 1-associated VSGT*PQPS*PM@TER T257 S261 1 yes
protein 2-like protein 1
NP_071636 Baspl brain acid soluble protein 1 AGEASAES*TGAADGAPQEEGEAK S130 3 yes
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XP_001079915
XP_001079915
XP_001079915
XP_001079915
XP_001079915
NP_001164067
NP_001100305

NP_001100576
NP_446071
NP_001099180
NP_742005
NP_742005
NP_742005
NP_742005
NP_742005
NP_742005
NP_001103125
NP_690003
NP_690003
NP_071589

NP_071589

NP_001013891
NP_001101852
NP_001119747
XP_001064448
NP_446114
XP_001065252
XP_001065252
XP_001065252
NP_852140
NP_598255
NP_446095
NP_001029033

NP_001102210
NP_001101203
NP_036663
NP_062174
NP_001020832
NP_001007146
NP_001007146
NP_068640
NP_077073
NP_001014253
NP_851602
XP_002725876
NP_077075
NP_001102467
NP_062099
NP_062099
NP_062099
NP_036923

NP_001128459
NP_001094132
NP_001008325
NP_001103611
XP_001063302
NP_067713

NP_446379

NP_446379

NP_001101855
NP_001025092

XP_001072957
XP_001072957
XP_001072957
XP_001072957
NP_001101978
NP_001101978
NP_001101978
NP_001008312
NP_062568

NP_062568

NP_062568

NP_062568
NP_062568

Ber
Ber
Ber
Ber
Ber
Bircé
Bnip2

Brwdl
Cbarl
Cad
Canx
Canx
Canx
Canx
Canx
Canx
Carl4
Carhspl
Carhspl
Cbp

Cbp

Cc2dla
Ccdc25
Ccm2
Ccnb3
Cenll
Cceny
Cceny
Cceny
Cd2ap
Cdc25a
Cds2
Ceacaml

Ckap4
Cobli1
Comt
Cril
Crb3
Ctnnal
Ctnnal
Cttn
Dab2
Dcaf8
Dfnb31
Dna2
Dnajc5
Dock6
Dynclhl
Dynclhl
Dynclhl
Dyrkla

Eapp
Eif3c
Eif4b
Eif5b
Epb4.1
Epb4.111
Epb4.113
Epb4.113
Epb4.9
Eps15I11

Eps8
Eps8
Eps8
Eps8
Eps8I2
Eps8I2
Eps8I2
Ermn
Espn
Espn
Espn

Espn
Espn

breakpoint cluster region

breakpoint cluster region

breakpoint cluster region

breakpoint cluster region

breakpoint cluster region

baculoviral IAP repeat-containing protein 6
BCL2/adenovirus E1B 19 kDa protein-interacting
protein 2

bromodomain and WD repeat domain containing 1
C5a anaphylatoxin chemotactic receptor

CAD protein

calnexin precursor

calnexin precursor

calnexin precursor

calnexin precursor

calnexin precursor

calnexin precursor

carbonic anhydrase 14

calcium-regulated heat stable protein 1
calcium-regulated heat stable protein 1
phosphoprotein associated with glycosphingolipid-
enriched microdomains 1

phosphoprotein associated with glycosphingolipid-
enriched microdomains 1

coiled-coil and C2 domain-containing protein 1A
coiled-coil domain-containing protein 25
cerebral cavernous malformation 2

cyclin B3

cyclin-L1

cyclin fold protein 1-like

cyclin fold protein 1-like

cyclin fold protein 1-like

CD2-associated protein

M-phase inducer phosphatase 1

phosphatidate cytidylyltransferase 2
carcinoembryonic antigen-related cell adhesion
molecule 1 isoform 2

cytoskeleton-associated protein 4

Cobl-like 1

catechol O-methyltransferase

complement regulatory protein Crry isoform 2
crumbs protein homolog 3

catenin alpha-1

catenin alpha-1

cortactin isoform B

disabled homolog 2

DDB1- and CUL4-associated factor 8

whirlin

DNA replication helicase 2 homolog (yeast)
dnaJ homolog subfamily C member 5

dedicator of cytokinesis protein 6

cytoplasmic dynein 1 heavy chain 1

cytoplasmic dynein 1 heavy chain 1

cytoplasmic dynein 1 heavy chain 1

dual specificity tyrosine-phosphorylation-regulated
kinase 1A

E2F-associated phosphoprotein isoform 1
eukaryotic translation initiation factor 3 subunit C
eukaryotic translation initiation factor 4B
eukaryotic translation initiation factor 5B
erythrocyte membrane protein band 4.1

band 4.1-like protein 1 isoform L

band 4.1-like protein 3

band 4.1-like protein 3

dematin

epidermal growth factor receptor substrate 15-like 1

epidermal growth factor receptor pathway substrate 8
epidermal growth factor receptor pathway substrate 8
epidermal growth factor receptor pathway substrate 8
epidermal growth factor receptor pathway substrate 8

epidermal growth factor receptor kinase substrate 8-
like protein 2

epidermal growth factor receptor kinase substrate 8-
like protein 2

epidermal growth factor receptor kinase substrate 8-
like protein 2

ermin

espin

espin

espin

espin

espin

DS*PSSS*PHLSSK
DS*PSSSPHLSSK
DSPS?SSPHLSSK
GRGS*PASGALEPTK
VS?PSPTTYR
LEGDSDDLLEDS*DSEEHSR
KGS*ITEYAATEEK

S?S?DLGSVT?ES?DVDCTDNTKAQRR

NVLSEDS*LGR
Y*VAPPSLR
AEEDEILNRS*PR
DEILNRS*PR

QKS*DAEEDGGTGS*QDEEDSKPK
QKSDAEEDGGTGS*QDEEDSKPK

SDAEEDGGTGS*QDEEDSKPK
SDAEEDGGTGSQDEEDS?KPK
S*VVFTSAR

GNVVPS*PLPTR

TFS*ATVR

FSS*LSYK

SSSS*CNDLYATVK

NHEEGS*DEEEEETPKK
VENM@SSNQDGNDS*DEFM@
GIITDS*FGR
RNS*PGKLSK
RS*RNSRSAS*R
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LES*YRPDTDLSR
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RKSS*EASPVK
LDGETAS*DSESR
S?SPTETVYSVVK

AHGS*EEAVVFR
TEAS*PPPVAPK
AIYQGPSS*PDKS
NS*LTQEV
QTEGTY*RPSSEEQVGAR
SRT?SVQTEDDQLIAGQSAR
SRTS*VQTEDDQLIAGQSAR
DRPPSS*PIYEDAAPLK
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VHGHS*DEEEEEEQPR
FDHLVLRREIES*
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SLS*TSGESLYH
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KGAEEEEEEEDDDS*EEEIK
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DSGVES*FDEGSSH
QNS*S*SSESGGSIAR
QNS*SS*SESGGSIAR
QNS?SSSESGGSIAR
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YWGPAS*PTHK
YWGPASPT*HK
QRIDEFES*M@
ARS*PTPPAS
ARS*PTPPASGP
ARS*PTPPASGPQPL
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ESPQPAVS*PGPSR
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NP_001020881
NP_001103355
NP_001103355
XP_001061521
XP_001068288

XP_001075785
NP_036690
NP_036690
NP_036690
NP_570108
XP_001057312
XP_001057312
XP_001057312
NP_955422
NP_001099316
NP_476533
NP_476533
NP_476533
NP_001102646
XP_001078902
NP_001005879

NP_835206
XP_001081657

XP_001081657

XP_002725629
XP_002725629
XP_002725629
NP_059040
NP_064461
NP_058944
NP_476480
NP_543172
NP_445762
NP_786937
NP_786937
NP_786937
NP_786937
NP_786937
NP_001004082
NP_001004082
NP_001004082
NP_001004082
NP_001004082
NP_001004082
NP_001004082
NP_001004082
NP_001004082
NP_001004082
NP_036888

XP_001055452
XP_001055452
XP_001055452
XP_001055452
XP_001055452
XP_001055452
NP_001009701
NP_001009701
NP_001101207
NP_062100

XP_001067254
NP_001100796

NP_001008815
NP_001101412
NP_001101412
NP_001101412
NP_001121021
NP_001001515
NP_001001515
NP_001001515
NP_001001515
NP_001001515
NP_001001515
NP_001001515
NP_001001515
NP_001001515
NP_001001515
NP_001001515
NP_001001515
XP_002729028

Fam126b
Fam129b
Fam129b
Faml149a
Fam40a

Fam65a
Fbpl
Fbpl
Fbpl
Fgf21
Fkbp15
Fkbp15
Fkbp15
Flcn
Fmnll
Folhl
Folhl
Folhl
Fyb
Gapvdl
Gfptl

Gpmé6a
Gpre5c

Gpre5c

GrifL
GrifL
GrifL
Gsk3a
Haao
Hnrmpal
Hnmpu
Hnrphl
Homer3
Hsp90aal
Hsp90aal
Hsp90aal
Hsp90aal
Hsp90aal
Hsp90abl
Hsp90abl
Hsp90abl
Hsp90abl
Hsp90abl
Hsp90abl
Hsp90abl
Hsp90abl
Hsp90abl
Hsp90abl
Igfer

Inadl
Inadl
Inadl
Inadl
Inadl
Inadl
Itfg3
Itfg3
Itgad
Itsnl
Itsn2
Kbtbd11

Krt80
Ladl
Ladl
Ladl
Ligi2
Lmo7
Lmo7
Lmo7
Lmo7
Lmo7
Lmo7
Lmo7
Lmo7
Lmo7
Lmo7
Lmo7
Lmo7
LOC100362414

hypothetical protein LOC316415

niban-like protein 1

niban-like protein 1

hypothetical protein

family with sequence similarity 40, member A isoform 3

family with sequence similarity 65, member A
fructose-1,6-bisphosphatase 1
fructose-1,6-bisphosphatase 1
fructose-1,6-bisphosphatase 1

fibroblast growth factor 21

FK506 binding protein 15

FK506 binding protein 15

FK506 binding protein 15

folliculin

formin-like protein 1

glutamate carboxypeptidase 2

glutamate carboxypeptidase 2

glutamate carboxypeptidase 2

FYN-binding protein

GTPase activating protein and VPS9 domains 1
glucosamine--fructose-6-phosphate aminotransferase

neuronal membrane glycoprotein M6-a

G protein-coupled receptor, family C, group 5, member
C isoform 1

G protein-coupled receptor, family C, group 5, member
Cisoform 1

glucocorticoid receptor DNA binding factor 1
glucocorticoid receptor DNA binding factor 1
glucocorticoid receptor DNA binding factor 1
glycogen synthase kinase-3 alpha
3-hydroxyanthranilate 3,4-dioxygenase
heterogeneous nuclear ribonucleoprotein A1
heterogeneous nuclear ribonucleoprotein U
heterogeneous nuclear ribonucleoprotein H

homer protein homolog 3

heat shock protein HSP 90-alpha

heat shock protein HSP 90-alpha

heat shock protein HSP 90-alpha

heat shock protein HSP 90-alpha

heat shock protein HSP 90-alpha

heat shock protein HSP 90-beta

heat shock protein HSP 90-beta

heat shock protein HSP 90-beta

heat shock protein HSP 90-beta

heat shock protein HSP 90-beta

heat shock protein HSP 90-beta

heat shock protein HSP 90-beta

heat shock protein HSP 90-beta

heat shock protein HSP 90-beta

heat shock protein HSP 90-beta
cation-independent mannose-6-phosphate receptor

InaD-like (Drosophila) isoform 2
InaD-like (Drosophila) isoform 2
InaD-like (Drosophila) isoform 2
InaD-like (Drosophila) isoform 2
InaD-like (Drosophila) isoform 2
InaD-like (Drosophila) isoform 2
protein ITFG3

protein ITFG3

integrin alpha-4

intersectin-1 isoform b
intersectin-1-like isoform 3
kelch repeat and BTB domain-containing protein 11

keratin, type Il cytoskeletal 80

ladinin

ladinin

ladinin

lethal(2) giant larvae protein homolog 2
LIM domain only protein 7

LIM domain only protein 7

LIM domain only protein 7

LIM domain only protein 7

LIM domain only protein 7

LIM domain only protein 7

LIM domain only protein 7

LIM domain only protein 7

LIM domain only protein 7

LIM domain only protein 7

LIM domain only protein 7

LIM domain only protein 7
osteopetrosis associated transmembrane protein 1-like

VEVT*PTVPR
TVLEAS*PPAS*PLR
TVLEAS*PPASPLR
NKY*PLPT*NFTRNVQK
S*PPASASDLIEQQQK

TYSQS*PPDTPSLR
ARES*PVHSIC
ARES*PVHSICD
GNIYSINEGY*AK
EDGT?VVGTAHR
DSNDS*ETEDATLLR
HSQDSQHCSVS*GDEEDELFK
RLS?LTPDPEKK
AHS*PAEGASTDSSSPGPK
EEPPAPKS*PPK
DSDS*AEALGR
DSDS*AEALGRR
SDS*AEALGR

IDYDS*LKR
EVANRYFT?TVCVR
KGSCGLS?R

SKEEQELHDIHS*TR
AEDM@Y*M@VQSHQVATPTK

SEGAY*DVILPR

AQSNGSGNGS*DSEM@DTSSLER
NEEENIY*SVPHDSTQGK
VGS*DDELGPIR
GEPNVSY*ICSR
VKS*WVEENR
SES*PKEPEQLR
AKS*PQPPVE
NS*PDTANDGFVR
SQS*ADAPGPTER
DKEVS*DDEAEEKEEK
DKEVS*DDEAEEKEEKEEEK
ESDDKPEIEDVGS*DEEEEEK
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ESDDKPEIEDVGS?DEEEEEKKDGDK
DVGS*DEEDDSGKDK
EIS*DDEAEEEKGEK
EKEIS*DDEAEEEK
EKEIS*DDEAEEEKGEK
EKEIS*DDEAEEEKGEKE
IEDVGS*DEEDDSGK
IEDVGS*DEEDDSGKDK
IEDVGS*DEEDDSGKDKK
IEDVGSDEEDDS?GK
IEDVGSDEEDDS*GKDKK
DDS*DEDLLHI

DDEAS*VDEPR
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KT?SLSASPFEQPSSR
KTS*LSASPFEQPSSR
TS?LSASPFEQPSSR
TS?T?SSADTTLPETVR
NEDKKS*QENLGNLPK
S*QENLGNLPK
RDS*WSYVNSK
FTPATATGSSPS*PVLGQGEK
M@LSSDKTPS*PK
SRPQS*PSGDAESR

TT*AS*KSGLS*K
GRPEETAAQQKS*PVSEK
GRPEETAAQQKSPVS*EK
S*EEAEVSKPSPPASK
CRLS*NGEAE
EVSRS*PDQFSDM@R
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S?RSTTELNDPLIEK
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SHS*PSM@SQSGSQLR
SHSPS?M@SQSGSQLR
SRS*PDQFSDM@R
SRS*PDQFSDMR
SRS*TTELNDPLIEK
SRST?TELNDPLIEK
SRSTT?ELNDPLIEK
ST?TELNDPLIEK
SSTS*FANIQENST

T306
S693
S693
Y226
S335

S476
S353
S353
Y216
T69
388
S1160
$1094
S62
S965
S10
S10
S10
562
T1229
S§239

5267
Y413

Y386

S1114
Y1085
S1159
Y279
S9
S6
S245
s27
S§158
S§231
S§231
5263
5263
5263
§255
5226
S§226
5226
S§226
S§255
§255
S§255
5261
5261
$2472

S647
S647
T454
$455
S455
§229
s21
s21
$1025
S901
5829
S§320

T412
s181
S184
S62
S1021
$1061
S1061
S1474
S1476
S$1639
S1641
$1061
S1061
$1476
T1477
T1478
T1477
S201

S697

T230

T230

S414

S419

1
1
2
1
il
4
1
2
2
2
1
1
i

PP

BNRPNR®ANN W IS

OR R OR PR 0w

NNONNPEAN®WR®WRR R NR®OR R P

Assignment?




Accession Number

Gene Symbol

Protein Name

Phosphopeptide Sequence’

Sitel Site2 Site3

Site 4

Frequency*

Specific Site

XP_002729028

XP_002726995
XP_002726995
XP_002726866

XP_001067586

XP_001057198
XP_001073801

XP_001075770
XP_001075770
NP_001165608

NP_001165608
NP_001165608
NP_001032282
NP_001102754
XP_576492

NP_001032748

XP_001058665
XP_001063709
XP_001063709
XP_001063709
XP_001063709
XP_001063709
XP_001063709
XP_002725368
NP_001121063

XP_001066729
XP_001071054

NP_076459
XP_001055013

NP_110454
NP_110454
NP_110454
NP_110454
NP_110454
NP_110454

NP_001127941
NP_001121024
NP_001121024
NP_001020591
NP_001020591
NP_110457
NP_001019449
NP_058900
NP_058908
NP_058908
NP_058908
NP_001101352
NP_067731
NP_001099373
NP_001099373
NP_001012049
NP_612511
NP_037349
NP_001012135
NP_036740
NP_036740
NP_036740
NP_036740
NP_036740
NP_036740
NP_036740
NP_036740
NP_036740
NP_036740

LOC100362414

LOC100364174
LOC100364174
LOC100366178

LOC292449

LOC300303
LOC312502

LOC315676
LOC315676
LOC360570

LOC360570
LOC360570
LOC360997
LOC500797
LOC501080
LOC652956

LOC681839
LOC682920
LOC682920
LOC682920
LOC682920
LOC682920
LOC682920
LOC684969
LOC687105

LOC688389
LOC689516

Lpar3
Lrig3

Lrp2
Lrp2
Lrp2
Lrp2
Lrp2
Lrp2

Lrrc49
Lsml4a
Lsml4a
Lspl
Lspl
Luzpl
Map4
Map6
Mapt
Mapt
Mapt
March8
Mark2
Mcolnl
Mcolnl
Mfap3l
Mgll
Milt4
Miph
Mme
Mme
Mme
Mme
Mme
Mme
Mme
Mme
Mme
Mme

osteopetrosis associated transmembrane protein 1-like

rCG60233-like

rCG60233-like

nuclear ubiquitous casein and cyclin-dependent
kinases substrate-like

similar to Probable cation-transporting ATPase 13A3
(ATPase family homolog up-regulated in senescence

cells 1)
nucleophosmin 1-like isoform 1

similar to RAB11 family interacting protein 5 (class I)

isoform 1

similar to Dmx-like 2
similar to Dmx-like 2
myosin 18a

myosin 18a

myosin 18a

similar to ATP-binding cassette, sub-family G (WHITE),

member 3
hypothetical protein LOC500797

spermatogenesis associated glutamate (E)-rich protein

4b-like
p55 protein

hypothetical protein

phosphatase and actin regulator 4-like
phosphatase and actin regulator 4-like
phosphatase and actin regulator 4-like
phosphatase and actin regulator 4-like
phosphatase and actin regulator 4-like
phosphatase and actin regulator 4-like
actin, gamma 1 propeptide-like

Rho guanine nucleotide exchange factor

similar to solute carrier family 7 (cationic amino acid

transporter, y+ system), member 12

similar to vitamin A-deficient testicular protein 11-like

lysophosphatidic acid receptor 3

leucine-rich repeats and immunoglobulin-like domains

3

low-density lipoprotein receptor-related protein 2
precursor

low-density lipoprotein receptor-related protein 2
precursor

low-density lipoprotein receptor-related protein 2
precursor

low-density lipoprotein receptor-related protein 2
precursor

low-density lipoprotein receptor-related protein 2
precursor

low-density lipoprotein receptor-related protein 2
precursor

leucine-rich repeat-containing protein 49

protein LSM14 homolog A

protein LSM14 homolog A

lymphocyte specific 1

lymphocyte specific 1

leucine zipper protein 1

microtubule-associated protein 4
microtubule-associated protein 6
microtubule-associated protein tau
microtubule-associated protein tau
microtubule-associated protein tau

E3 ubiquitin-protein ligase MARCH8
serine/threonine-protein kinase MARK2
mucolipin-1

mucolipin-1

microfibrillar-associated protein 3-like precursor
monoglyceride lipase

afadin

melanophilin

neprilysin

neprilysin

neprilysin

neprilysin

neprilysin

neprilysin

neprilysin

neprilysin

neprilysin

neprilysin

SSTSFANIQENS*T

S*VGSM@GAATDVK
S?VGSM@GAATDVKK
NSQEDS*EDS*EEKDVK

HDS*LEDLQVTR

DAES*EDEDEEDVK
TYS*DEASQLR

ESEAGTGSSEHEDGEREGS*PR
QLDHES*DDADREDDER
HNYLS*DS*DTEAK

HNYLSDS*DTEAK
SSS*PTSHWK
RHS*DLPETNTS
AES*PETPKETPIER
ESCLS*S*K
TNGS*VDLGEEEEAAR

LESTPTLSRT?DASLLSR
DSVEAGDT*TPPTKR
DSVEAGDTT*PPTK
DSVEAGDTT?PPTKR
LS*SSDEGNEGQAK
SSS?PILSEEEAEGSLR
SVEAGDTT*PPTK
DFEQEM@ATAASS?SSLEK
GLNTSHES*DDDILDEPSSSGGTQR

DEQDKNLCS*E
M@DHLPLFRVLS*Y*LK

IPSTIHS?R
S*IPWPHS*R

APPPS*PSLPAK
DAVAVAPPPS*PSLPAK
DTANLVKEDS*DV
S?LSSLAKPSENGNGVTFR
SLS?SLAKPSENGNGVTFR
VAPPPS*PSLPAK

LT*INNVARK
S?SPQLDPLRK
SS?PQLDPLRK
DTAELSS*PPLSPTVK
S*ELPSM@AVASTK
KGS*LDYLK
DVS*PSPETETAK
KTTESPSAT*KPDDKEQSK
KSPVVSGDT*SPR
KSPVVSGDTS?PR
SSPGS?PGTPGSR
TSVTPS*NQDICR
SRNS?PLLDR
S?GSTCSLLCCCGR
SGS?TCSLLCCCGR
DASS*LHEQPQQIAIK
NKS*EVDLYNS
TSS*VVTLEVAK
DVDTS*DEDSIPGPR
GRS*ESQM@DITDINAPK
GRS?ESQM@DITDINAPKPK
GRSES*QM@DITDINAPK
GRSES?QM@DITDINAPKPK
S*ESQM@DITDINAPKPK
S?ESQMDITDINAPKPK
S*QM@DITDINAPKPK
SES?QM@DITDINAPK
SES*QM@DITDINAPKPK
SES*QMDITDINAPKPK

S209

S471
S471
S58 S61

S744

S125
S§307

548
5498
S2041 S2043

52043

$2007

S18

§255

548 S49

57

T372
T37
T38
T38
S184
S128
T38
§233
$230

S553

S128 Y129
s321
S986  S992
S4624
54624
54658
54464
S4466
54624

T341
S§182
S183
S181
S244
5261
§520
T594
T336
S§337
S135
s71
5483
S§557
S$559
S307
S189
S1090
S312
S4
sS4
S6
S6
S4
S4
S6
S6
S6
S6
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Accession Number

Gene Symbol

Protein Name

Phosphopeptide Sequence’

Site 1

Site2 Site 3

Site 4

Frequency*

Specific Site

NP_001101504
NP_001101504
NP_001029194

NP_596889
NP_612534
NP_612534
NP_612534
NP_612534
NP_612534
NP_612534
NP_612534
NP_612534
NP_612534
NP_612534
NP_612534
NP_612534
NP_612534
NP_612534
NP_612534
NP_037326
NP_037326
NP_037326
NP_037326
NP_037326
NP_037326
XP_001061392
XP_001059493
XP_001059493
XP_001059493
XP_001059493
NP_037116
NP_001011991
NP_001011991
NP_001011991
NP_001011991
NP_001011991
NP_001011991
NP_001011991
NP_001011991
NP_001011991
NP_001011991
NP_001011991
NP_001011991
NP_001011991
NP_001008301
NP_001008301
NP_001129713
NP_074060
NP_579821
NP_001102397
NP_954533
NP_954533
NP_954533
NP_570096

NP_570096
NP_570096
NP_570096
NP_001009966
NP_001099708
NP_570842
NP_570842
XP_001070261
NP_001041311
NP_001093976
NP_942062
NP_113900
NP_113900
NP_113900
NP_113900

NP_113900

NP_113900

Mpp5

Mpp5

Mprip

Mtdh

Mucdhl
Mucdhl
Mucdhl
Mucdhl
Mucdhl
Mucdhl
Mucdhl
Mucdhl
Mucdhl
Mucdhl
Mucdhl
Mucdhl
Mucdhl
Mucdhl
Mucdhl
Myh9

p18
Pacsin2

Pacsin2
Pacsin2
Pacsin2
Pacsin3
Pak4
Palm
Palm
Pcdh24
Pcnp
Pctk3
Pde8a
Pdzkl
Pdzk1
Pdzkl
Pdzk1

Pdzk1

Pdzk1

membrane protein, palmitoylated 5 (MAGUK p55
subfamily member 5)

membrane protein, palmitoylated 5 (MAGUK p55
subfamily member 5)

myosin phosphatase Rho-interacting protein isoform 2

protein LYRIC

cadherin-related family member 5 precursor
cadherin-related family member 5 precursor
cadherin-related family member 5 precursor
cadherin-related family member 5 precursor
cadherin-related family member 5 precursor
cadherin-related family member 5 precursor
cadherin-related family member 5 precursor
cadherin-related family member 5 precursor
cadherin-related family member 5 precursor
cadherin-related family member 5 precursor
cadherin-related family member 5 precursor
cadherin-related family member 5 precursor
cadherin-related family member 5 precursor
cadherin-related family member 5 precursor
cadherin-related family member 5 precursor
myosin-9

myosin-9

myosin-9

myosin-9

myosin-9

myosin-9

myosin Vl-like

myosin VIIB-like

myosin VIIB-like

myosin VIIB-like

myosin VIIB-like

myosin-IXb

protein NDRG1

protein NDRG1

protein NDRG1

protein NDRG1

protein NDRG1

protein NDRG1

protein NDRG1

protein NDRG1

protein NDRG1

protein NDRG1

protein NDRG1

protein NDRG1

protein NDRG1

E3 ubiquitin-protein ligase NEDD4-like

E3 ubiquitin-protein ligase NEDD4-like
ephexin-1

nucleolar and coiled-body phosphoprotein 1
protein numb homolog

oxysterol-binding protein 1

rhoA activator C110rf59 homolog

rhoA activator C110rf59 homolog

rhoA activator C110rf59 homolog

protein kinase C and casein kinase substrate in
neurons 2 protein

protein kinase C and casein kinase substrate in
neurons 2 protein

protein kinase C and casein kinase substrate in
neurons 2 protein

protein kinase C and casein kinase substrate in
neurons 2 protein

protein kinase C and casein kinase substrate in
neurons 3

serine/threonine-protein kinase PAK 4
paralemmin

paralemmin

rCG24298-like

PEST proteolytic signal-containing nuclear protein
cell division protein kinase 18

high affinity cAMP-specific and IBMX-insensitive 3',5'-
cyclic phosphodiesterase 8A

Na(+)/H(+) exchange regulatory cofactor NHE-RF3

Na(+)/H(+) exchange regulatory cofactor NHE-RF3
Na(+)/H(+) exchange regulatory cofactor NHE-RF3
Na(+)/H(+) exchange regulatory cofactor NHE-RF3
Na(+)/H(+) exchange regulatory cofactor NHE-RF3

Na(+)/H(+) exchange regulatory cofactor NHE-RF3

KQELDLNS?SM@R
KQELDLNSS*M@R
S?KSNPDFLKK

SQEPISNDQKDS*DDDKEK
AKWS*PTSN

AKWS*PTSNR

KWS*PTSNR

QAGDS*PSAVR
SSS*PTPPSSMPPS*PQPK
SSSPT?PPSSM@PPS?PQPK
SSSPT*PPSSMPPS*PQPK
T*PPSSM@PPS*PQPK
T?PPSSM@PPSPQPK
TADVDSASASGS?EGSDDDDDPDQKK
TADVDSASASGSEGS*DDDDDPDQKK
TVQAGDS*PSAVR
TVQAGDSPS?AVR
VQAGDS*PSAVR

WS*PTSNR
GTGDCS*DEEVDGK
GTGDCS*DEEVDGKADGADAK
KGT?GDCSDEEVDGKADGADAK
KGTGDCS*DEEVDGK
KGTGDCS*DEEVDGKADGADAK
TGDCS*DEEVDGK
GT*VIKVPLK

S*SLTGSSVMR
SS?LTGSSVM@R
SS?LTGSSVMR
SSLT?GSSVMR
VQDKPES?PSGSTQIQR
S*GSSVT*SLEGTR
S*GSSVTS*LEGTR
S*GSSVTSLEGTR
S?RT?ASGSSVTSLEGTR
S?RTAS?GSSVTSLEGTR
SGS?SVTSLEGTR
SGSS*VTS*LEGTR
SGSS*VTSLEGTR
SGSSVT*SLEGTR
SRT*AS*GSSVTSLEGTR
SRTASGS?S?VTSLEGTR
TAS*GSS*VTSLEGTR
TAS*GSSVTSLEGTR
T?SPQELSEELSR
TS?PQELSEELSR

FVS*FTSR
AGKES*EEEEEDTEQNKK
TNPS*PTNPFSSDAQK
DES*GDEESVSQTDK
KLLLDPSNT*PTK
KLLLDPSNTPT*K
LLLDPSNT*PTK
DDTGSSVS*EKEDIK

DEDTTS*GTEVR
DT*GSSVSEKEDIK
DTGSSVS*EKEDIK
DWS*DEESPR
RES*PPPPAR
LNGS*AAELPATK
SETM@VNAQQTPLGT*PK
DLPHNPPES*
DEDS*EPEEM@PPEAK
M@SRRAS*LSDIGFGK
SDS?DGEDEDVRVPALR
DQS*PREPALNEK
EGNS*FGFSLK
ELDQS*PREPALNEK
GET?EHDSAES?TKDSSHPAR

GETEHDS?AES?TKDSSHPAR

S*NGYGFYLR

583

S84

S959

$425
S§729
S§729
S§729
S783
S756
T758
T758
T758
T758
5836
S839
S§783
S785
S§783
S§729
$1944
$1944
T1940
$1944
$1944
$1944
T405
$1035
$1036
S$1036
T1038
S1266
S§330
S330
S$330
S326
326
S§332
333
S333
T335
T328
§332
S330
S330
T290
S§291
S512
567
S575
S68
T28
T30
T28
S375

5425

T370

8375

S354

S104

345

T145

S§1274

S130

S§109

S20

S$108

S144

§108

T488

5492

§250

S766
S766
S766
S766

T335
S336

T328
S$330

S336

S330

S333
S333

S495

S495

2
1
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1
i
1
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1
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Specific Site

Protein Name . 2
Assignment®

Accession Number Gene Symbol

Phosphopeptide Sequence’ Sitel Site2 Site3 Site4 Frequency*

NP_113900 Pdzk1 Na(+)/H(+) exchange regulatory cofactor NHE-RF3 SQELPNGS*VK S348 1 yes
NP_113900 Pdzkl Na(+)/H(+) exchange regulatory cofactor NHE-RF3 TLS?AASHSSSNS?EDTVM S509 S518 1 no
NP_113900 Pdzk1 Na(+)/H(+) exchange regulatory cofactor NHE-RF3 TLSAAS*HSS*SNS*EDTVM@ S512 S515  S518 i yes
NP_113900 Pdzkl Na(+)/H(+) exchange regulatory cofactor NHE-RF3 TLSAAS*HSSS*NS*EDTVM@ S512 S516  S518 1 yes
NP_113900 Pdzkl Na(+)/H(+) exchange regulatory cofactor NHE-RF3 TLSAAS*HSSSNSE S512 2 yes
NP_113900 Pdzkl Na(+)/H(+) exchange regulatory cofactor NHE-RF3 TLSAASHS*S*SNS*EDTVM@ S514 S515  S518 1 yes
NP_113900 Pdzk1 Na(+)/H(+) exchange regulatory cofactor NHE-RF3 TLSAASHS?SSNS?EDTVM S514  S518 i no
NP_113900 Pdzkl Na(+)/H(+) exchange regulatory cofactor NHE-RF3 TLSAASHS*SSNS*EDTVM@ S514  S518 3 yes
NP_113900 Pdzk1 Na(+)/H(+) exchange regulatory cofactor NHE-RF3 TLSAASHSS*S*NSEDTVM@ S515 S516 i yes
NP_113900 Pdzkl Na(+)/H(+) exchange regulatory cofactor NHE-RF3 TLSAASHSS*SNS*EDTVM@ S515 S518 12 yes
NP_113900 Pdzk1 Na(+)/H(+) exchange regulatory cofactor NHE-RF3 TLSAASHSSS*NS*EDTVM@ S516  S518 6 yes
NP_113900 Pdzkl Na(+)/H(+) exchange regulatory cofactor NHE-RF3 TLSAASHSSS*NSEDTVM@ S516 1 yes
NP_569085 Pdzklipl PDZK1-interacting protein 1 S?SEHKNAFENVLEEEGR S92 1 no
NP_569085 Pdzklipl PDZK1-interacting protein 1 SS?EHKNAFENVLE S93 2 no
NP_569085 Pdzklipl PDZK1-interacting protein 1 SS?EHKNAFENVLEEEGR S93 3 no
NP_569085 Pdzklipl PDZK1-interacting protein 1 YSS*M@ASGFR S85 2 yes
NP_569085 Pdzklipl PDZK1-interacting protein 1 YSS*MASGFR S85 2 yes
NP_446187 Pidk2a phosphatidylinositol 4-kinase type 2-alpha SESYTQS*FQSR S467 1 yes
NP_001099225 Pkn2 serine/threonine-protein kinase N2 ASS*LGEIDDSSELR S582 1 yes
NP_001093969 Pkp2 plakophilin-2 LEISPDSS*PER S155 1 yes
NP_001071109 Plcbl 1-phosphatidylinositol-4,5-bisphosphate SS?EEVQGENAGR S1200 4 no
phosphodiesterase beta-1
NP_112254 Pld1 phospholipase D1 S*VQTGVGELHGETR S591 1 yes
XP_001080822 Plekhg3 pleckstrin homology domain containing, family G, FSPSAVS*PR S1148 1 yes
member 3-like isoform 1
XP_001080822 Plekhg3 pleckstrin homology domain containing, family G, RES*LSYIPK S868 3 yes
member 3-like isoform 1
XP_001080822 Plekhg3 pleckstrin homology domain containing, family G, RESLS?YIPK S870 1 no
member 3-like isoform 1
NP_001101892 Plxdc2 plexin domain-containing protein 2 RGS*GHPAYAEVEPVGEK S507 1 yes
NP_001101979 Pnpla2 patatin-like phospholipase domain-containing protein 2 TLPADCHT*R T108 2 yes
NP_001014190 Poll DNA polymerase lambda LLGLPY*R Y565 1 yes
NP_620260 Ppap2b lipid phosphate phosphohydrolase 3 NGGS*PALNNNPR S19 2 yes
NP_001099790 Ppfial protein tyrosine phosphatase, receptor type, f S*DGSLSHEDLAK S239 1 yes
polypeptide (PTPRF), interacting protein, alpha 1
NP_001094052 Ppfibp2 protein tyrosine phosphatase, receptor-type, F LSCS*LEDLR S386 1 yes
interacting protein, binding protein 2
NP_037313 Prkarla cAMP-dependent protein kinase type I-alpha regulatory DEIS*PPPPNPVVK S83 5 yes
subunit
NP_037313 Prkarla cAMP-dependent protein kinase type |-alpha regulatory EDEIS*PPPPNPVVK S83 2 yes
subunit
NP_037313 Prkarla cAMP-dependent protein kinase type I-alpha regulatory TDSREDEIS*PPPPNPVVK S83 7 yes
subunit
NP_062137 Prkar2a cAMP-dependent protein kinase type ll-alpha RVS*VCAETFNPD S97 3 yes
regulatory subunit
NP_062137 Prkar2a cAMP-dependent protein kinase type ll-alpha RVS*VCAETFNPDE S97 2 yes
regulatory subunit
NP_062137 Prkar2a cAMP-dependent protein kinase type ll-alpha RVS*VCAETFNPDEEEDNDPR S97 8 yes
regulatory subunit
NP_062137 Prkar2a cAMP-dependent protein kinase type ll-alpha RVSVCAET?FNPDEEEDNDPR T102 1 no
regulatory subunit
NP_001025191 Prkar2b cAMP-dependent protein kinase type Il-beta regulatory S*VCAEAYNPDEEEDDAESR S112 1 yes
subunit
NP_036845 Prkcb protein kinase C beta type isoform 1 VLT*PPDQEVIR T641 2 yes
NP_579841 Prked protein kinase C delta type ETPETVGIY*QGFEK Y311 2 yes
NP_579841 Prkcd protein kinase C delta type GFS*FVNPK S662 7 yes
NP_114448 Prkci protein kinase C iota type LT*PDDDDIVR T564 4 yes
NP_114448 Prkci protein kinase C iota type VQLT*PDDDDIVR T564 5 yes
NP_071952 Prkcz protein kinase C zeta type LT*PDDEDVIK T560 1 yes
NP_071952 Prkcz protein kinase C zeta type LT*PDDEDVIKR T560 3 yes
NP_001013917 Prkd2 serine/threonine-protein kinase D2 RLS?STSLASGHSVR S197 2 no
NP_058976 Psma3 proteasome subunit alpha type-3 LKEEDES*DDDNM@ S250 4 yes
NP_001124461 Ptges3 prostaglandin E synthase 3 DDS*DEDM@SNFDR S113 1 yes
NP_001124461 Ptges3 prostaglandin E synthase 3 DS*DEDM@SNFDR S113 6 yes
NP_001124461 Ptges3 prostaglandin E synthase 3 DWEDDS*DEDM@SNFDR S113 2 yes
NP_036768 Pthih parathyroid hormone-related protein preproprotein YLT?QETNKVET?Y?K T105 T113 Y114 1 no
XP_001059696 Ptpn13 protein tyrosine phosphatase, non-receptor type 13 GWQEPQHSSPS?PPVTSK S1273 1 no
XP_001059696 Ptpn13 protein tyrosine phosphatase, non-receptor type 13 T*PDQDAQSQAPEK T1458 7 yes
NP_001100670 Ptpn14 tyrosine-protein phosphatase non-receptor type 14 YVSGSS*PDLVTR S255 1 yes




Accession Number

Gene Symbol

Protein Name

Phosphopeptide Sequence’

Site 1

Site2 Site 3

Site 4

Frequency*

Specific Site

NP_598229
NP_612516
NP_612516
NP_612516

NP_001017503
NP_001012140
NP_001101154
NP_067722
NP_067722
NP_113762
NP_113762
XP_001072105
NP_001013225
NP_001099734

NP_001099734
NP_001032275
NP_001032275
NP_001128026
XP_001077838
XP_001077838

XP_001080521
XP_001080521
XP_001072524
XP_001072524
XP_001057470
XP_001057470
XP_001057470
XP_002725001
NP_001013901

NP_001013901

XP_001057158
XP_218447

NP_001128101
NP_001128101

XP_001069190
XP_001064610

NP_001102520

XP_001056646
NP_001100301

XP_001080280
NP_001093990
NP_115289
XP_001054840
NP_001041649
NP_001041649
NP_001041649
NP_001041649
NP_001013452
NP_001013452
NP_001013452
NP_001013452
NP_113912
NP_001014007
NP_037009
NP_476489
NP_476489
NP_476489
NP_891996
XP_001080791
XP_001080791
NP_001041358
NP_001041358
NP_001041358
NP_001041358
NP_647546

NP_647546

Ptpn21
Ptprc
Ptprc
Ptprc

Purb
Rab34
Rapgef2
Rapgef3
Rapgef3
Rasa3
Rasa3
Rbm14
Rbm39
Repsl

Repsl

RGD1304644
RGD1304644
RGD1304792
RGD1305269
RGD1305269

RGD1306556
RGD1306556
RGD1309903
RGD1309903
RGD1310819
RGD1310819
RGD1310819
RGD1311575
RGD1311847

RGD1311847

RGD1560831
RGD1561121

RGD1561149
RGD1561149

RGD1563437
RGD1563979

RGD1565033

RGD1565416
RGD1565496

RGD1566059
Ricga
Robo2
Rps6ka3
Rragc
Rragc
Rragc
Rragc
Rras2
Rras2
Rras2
Rras2
Scamp3
Scepdh
Scn2b
Sept2
Sept2
Sept2
Serincl
Sgppl
Sgppl
Shroom2
Shroom2
Shroom2
Shroom2
Sipalll

Sipalll

tyrosine-protein phosphatase non-receptor type 21

receptor-type tyrosine-protein phosphatase C isoform 4
receptor-type tyrosine-protein phosphatase C isoform 4
receptor-type tyrosine-protein phosphatase C isoform 4

transcriptional activator protein Pur-beta
ras-related protein Rab-34

rap guanine nucleotide exchange factor 2

rap guanine nucleotide exchange factor 3

rap guanine nucleotide exchange factor 3

ras GTPase-activating protein 3

ras GTPase-activating protein 3

RNA binding motif protein 14

RNA-binding protein 39

ralBP1-associated Eps domain-containing protein 1

ralBP1-associated Eps domain-containing protein 1
hypothetical protein LOC311536

hypothetical protein LOC311536

hypothetical protein LOC312474

LIM and calponin homology domains 1-like isoform 1
LIM and calponin homology domains 1-like isoform 1

similar to hypothetical protein A530094D01
similar to hypothetical protein A530094D01
hypothetical protein

hypothetical protein

hypothetical protein

hypothetical protein

hypothetical protein

hypothetical LOC289568

hypothetical protein LOC290615

hypothetical protein LOC290615

ribosomal protein S3-like
similar to pleckstrin homology-like domain, family B,
member 3

hypothetical protein LOC500552
hypothetical protein LOC500552

enhancer trap locus 4-like
over-expressed breast tumor protein (predicted)-like

hypothetical protein LOC498014

similar to talin 2 isoform 3
hypothetical protein LOC300783

olfactory receptor Olfr1291-like
synembryn-A

roundabout 2

ribosomal protein S6 kinase polypeptide 3
ras-related GTP-binding protein C
ras-related GTP-binding protein C
ras-related GTP-binding protein C
ras-related GTP-binding protein C
ras-related protein R-Ras2

ras-related protein R-Ras2

ras-related protein R-Ras2

ras-related protein R-Ras2

secretory carrier membrane protein 3
probable saccharopine dehydrogenase
sodium channel subunit beta-2 precursor
septin-2

septin-2

septin-2

serine incorporator 1
sphingosine-1-phosphate phosphatase 1
sphingosine-1-phosphate phosphatase 1
protein Shroom2

protein Shroom2

protein Shroom2

protein Shroom2

signal-induced proliferation-associated 1-like protein 1

signal-induced proliferation-associated 1-like protein 1

TFSAGS*QSSVFSDK

ANS*QDKIEFHNEVDGAK
NRSS*NVVPYDFNR
SS?NVVPYDFNR

RGGGSGGGDES*EGEEVDED
INS*DDKNLYLTASK
SETS*PVAPR
LENGCGNVS*PQTK
LENGCGNVSPQT?K
QQSEISTHS*
YGS*QEHPIGDK

T*PPFFGR

YRS*PYSGPK
RQS*SSYDDPWK

RQSSS?YDDPWK
DTEDTGS*VGAPVSSPGK
DTGS*VGAPVSSPGK
Y*EQDIKSSKTAIEK
GSSDGRGS*DSESDLPHR
SINHQIES*PGER

RDES*DEEPPR
VQESPS*PRPER
DGAES?SRDSM@EINEADFR
DGAESS*RDSM@EINEADFR
DKS*PSEGDVAPPK
DKS*PSEGDVAPPKR
DS*EDELEESR
HSS*TGDSVDGDAPPGER
S?T?S?VSLR

S?TS?VS?LR

DEILPTT*PISEQK
ELQAS*VAQHKR

GS*PSGGSTAEVSDTASIR
GSPS?GGSTAEVSDTASIR

NVYY?ELNDVRNIQDRS?LLKVY?NK
ASS?DDKITS?R

M@S*RLY*ITPDGFFFR

LDEGT*PPEPK
DES*DAEM@ELR

WPDT*WER
GLM@AGGRPEGQYS*E
KAEILRGS*HQR
NQS*PVLEPVGR
M@S*PNETLFLEST*NK
M@SPNETLFLES*TNK
M@SPNETLFLEST*NK
MSPNETLFLES*TNK
FQEQECPPS*PEPTR
FQEQECPPS*PEPTRK
KFQEQECPPS*PEPTR
QECPPS*PEPTR
KLS*PAEPK
SVS*NLKPVPVIGSK
Y*DVS*VTLK
AES*DEDEDFKEQTR
DAES*DEDEDFKEQTR
IYHLPDAES*
SDGS*LDDGEGVHR
NS*LTGEEGELAK
RNS*LTGEEGELAK
CSS*PPSLNYGK
S?SPSTDHYSQEVPVEPNR
SS?PSTDHYSQEVPVEPNR
T?SPQPEAQLSSK
LIDLES*PTPESQK

TLS*DESIYSSQR

S673

S$1209

S944

S944

S§307
S241
$820
5489
T492
5833
S809
T206
S97

S§272

S274

5269

5269

Y245

S§231

S975

S1667
S404
5467
5468
5485
5485
S74
S855
5266

5266

T221
S274

5403

$405

Y290
s277

s17

T1845
S114

Ti8
5435
51486
S715
S85
S94
T95
S94
$186
5186
5186
5186
S79
S§217
Y108
5218
S218
5218
S364
S101
S§101
S1175
S963
S964
T1026
S1567

S$1603

T267

5268

S302
S283

Y20

T95

S111

5268

S270

Y307
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Accession Number

Gene Symbol

Protein Name

Phosphopeptide Sequence’

Site 1

Site2 Site 3

Site 4

Frequency*

Specific Site

NP_062007
NP_062007
NP_062007
NP_062007
NP_062007
NP_062218
NP_062218
NP_062218
NP_036848
NP_036848
NP_036848
NP_036848
NP_036848
NP_036848
NP_036848
NP_036848
NP_001009713
NP_001009713
NP_001009713
NP_001009713
NP_001009713
NP_001009713
NP_037164
NP_037164
NP_110464

NP_110464
NP_110464

NP_001030115
NP_001030115
NP_113772
NP_071606
NP_071606
NP_071606
NP_071606
NP_071606
NP_062142
NP_062142
NP_062142
NP_062142
NP_062142
NP_059011
NP_059011
NP_059011
NP_059011
NP_059011
NP_059011
NP_059011
NP_059011
NP_059012
NP_071623
NP_598295
NP_037162

NP_037162
NP_037162
NP_037162
NP_037162
NP_037162
NP_647554
NP_647554
NP_001008885
NP_058912
NP_058912
NP_058912
NP_058912
NP_058912
NP_058912

NP_058912

Slc12al
Slc12al
Slc12al
Slc12al
Slc12al
Slc12a3
Slc12a3
Slc12a3
Slcl6al
Slcl6al
Slcl6al
Slcl6al
Slcl6al
Slcl6al
Slcl6al
Slcl6al
Slc17a5
Slc17a5
Slc17a5
Slc17a5
Slc17a5
Slc17a5
Slclal

Slclal

Slc21a4

Slc21a4

Slc21a4

Slc22a12
Slc22a12
Slc22a2
Slc22a4
Slc22a4
Slc22a4
Slc22a4
Slc22a4
Slc22a5
Slc22a5
Slc22a5
Slc22a5
Slc22a5
Slc23al
Slc23al
Slc23al
Slc23al
Slc23al
Slc23al
Slc23al
Slc23al
Slc23a2
Slc26al
Slc2al3
Slc34al

Slc34al

Slc34al

Slc34al

Slc34al

Slc34al

Slc34a3

Slc34a3

Slc39a7

Slc3al

Slc3al

Slc3al

Slc3al

Slc3al

Slc3al

Slc3al

solute carrier family 12 member 1
solute carrier family 12 member 1
solute carrier family 12 member 1
solute carrier family 12 member 1
solute carrier family 12 member 1
solute carrier family 12 member 3
solute carrier family 12 member 3
solute carrier family 12 member 3
monocarboxylate transporter 1
monocarboxylate transporter 1
monocarboxylate transporter 1
monocarboxylate transporter 1
monocarboxylate transporter 1
monocarboxylate transporter 1
monocarboxylate transporter 1
monocarboxylate transporter 1
sialin

sialin

sialin

sialin

sialin

sialin

excitatory amino acid transporter 3
excitatory amino acid transporter 3
solute carrier organic anion transporter family member
1A3

solute carrier organic anion transporter family member
1A3

solute carrier organic anion transporter family member
1A3

solute carrier family 22 member 12
solute carrier family 22 member 12
solute carrier family 22 member 2
solute carrier family 22 member 4
solute carrier family 22 member 4
solute carrier family 22 member 4
solute carrier family 22 member 4
solute carrier family 22 member 4
solute carrier family 22 member 5
solute carrier family 22 member 5
solute carrier family 22 member 5
solute carrier family 22 member 5
solute carrier family 22 member 5
solute carrier family 23 member 1
solute carrier family 23 member 1
solute carrier family 23 member 1
solute carrier family 23 member 1
solute carrier family 23 member 1
solute carrier family 23 member 1
solute carrier family 23 member 1
solute carrier family 23 member 1
solute carrier family 23 member 2
sulfate anion transporter 1

proton myo-inositol cotransporter
sodium-dependent phosphate transport protein 2A

sodium-dependent phosphate transport protein 2A
sodium-dependent phosphate transport protein 2A
sodium-dependent phosphate transport protein 2A
sodium-dependent phosphate transport protein 2A
sodium-dependent phosphate transport protein 2A
sodium-dependent phosphate transport protein 2C
sodium-dependent phosphate transport protein 2C
solute carrier family 39 (zinc transporter), member 7
neutral and basic amino acid transport protein rBAT
neutral and basic amino acid transport protein rBAT
neutral and basic amino acid transport protein rBAT
neutral and basic amino acid transport protein rBAT
neutral and basic amino acid transport protein rBAT
neutral and basic amino acid transport protein rBAT

neutral and basic amino acid transport protein rBAT

IEYYRNT?GS?VSGPK
LQTFGHNT*M@DAVPK
S*LQEIHEQLAK
TDTTFHAYDS*HTNTY
YLQTFGHNT*M@DAVPK
DETGANS*EKSPGEPVR
EHYANS*ALPGEPR
HYANS*ALPGEPR
DETS?TDVDEKPK
DGKEDET?STDVDEKPK
DGKEDETS?TDVDEKPK
DGKEDETS?TDVDEKPKK
DGKEDETST*DVDEKPK
ETQSPAPLQNSSGDPAEEES*PV
LKS*KES*LQEAGK
SKES*LQEAGK
AGNDDEES?SDSTPLLPSAR
AGNDDEESS*DSTPLLPSAR
DEES?SDSTPLLPSAR
DEESS*DSTPLLPSAR
EES?SDSTPLLPSAR
EESS?DSTPLLPSAR
ALEPTILDNEDS*DTKK
SDTIS*FTQTSQF
INS*SEM@EIAEM@K

INSS*EM@EIAEM@K
INSS*EMEIAEM@K

HDIAGGS*VLK
VTHDIAGGS*VLK
ENLPPSQASRPS*AK
KST*VSM@DREENPK
ST?VSM@DREENPK
ST*VSMDREENPK
STVS*M@DREENPK
STVS?MDREENPK
DGGES*PTVLK
DGGESPT?VLK
QWQIQS*QTR
TQKDGGES*PTVLK
TQKDGGESPT2VLK
DAPDNTET*GSVCTK
DAPDNTETGS*VCTK
DAPDNTETGS*VCTKV
DNTETGS*VCTKV
QHECPDS*AGTS*TR
QHECPDS*AGTSTR
TENQPAVLEDAPDNTETGS*VCTK
TETGS*VCTKV
ETLDSTGS*LDPQR
GTEVGVS*NR
EAS*AAGPIICR
AVS*PLPVR

EELPPAT*PS*PR
EELPPATPS*PR
LEELPPATPS*PR
LPPAT*PS*PR
VFLEELPPATPS*PR
GETPQGS*SEECDLSGSCTER
GETPQGSS*EECDLSGSCTER
GKPS?SEDEKEAGGLR
DKRDS*IQM@SM@K
DSIQM@S*MK

DSIQMS*M@K

DSIQMS*MK
RDS*IQM@SM@K
RDS*IQM@SMK

RDS*IQMSM@K

T114
T101
S126
s87
T101
S124
s71
s71
S460
T459
S460
$460
T461
5492
210
S§213
S16
s17
S16
s17
S16
Ss17
5496
S516
5633

S634

S634

S546
S546
S553
T537
T537
T537
S539
S539
548
T550
537
S$548
T550
T597
S$599
S599
S$599
S18

S18

S599
S$599
S25

5586
S277
S14

T621

S623

5623

T621

5623

$285

5286

S§275

S10

S14

S14

S14

S10

S10

S10

S116

S213

S22

$623

$623
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Accession Number

Gene Symbol

Protein Name

Phosphopeptide Sequence’

Site2 Site 3

Site 4

Frequency*

Specific Site

NP_058912
NP_001099282
NP_001099282

NP_036783
NP_445876
NP_445876
NP_445876
NP_445876
NP_445876
NP_445876
NP_445876
NP_445876
NP_445876
NP_445876
NP_445876
NP_445876
NP_072112
NP_072112
NP_072112
NP_058859

NP_001034811

NP_112631
NP_445894

NP_446381
NP_446381
NP_446381
NP_446381
NP_446381
NP_036786
NP_036786
NP_036786
NP_036786
NP_036786
NP_036786
NP_036786
NP_036786
NP_036786
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605

NP_067605

NP_067605

Slc3al

Slc43a2

Slc43a2

Slc4al
Slc4as
Slc4ad
Slc4as
Slc4as
Slc4as
Slc4as
Slc4as
Slc4ad
Slc4as
Slc4ad
Slc4as
Slc4ad
Slc5a2
Slc5a2
Slc5a2
Slc6als

Slc6al9

Slc7a7
Slc7a8

Slc7a9
Slc7a9
Slc7a9
Slc7a9
Slc7a9
Slc9a3
Slc9a3
Slc9a3
Slc9a3
Slc9a3
Slc9a3
Slc9a3
Slc9a3
Slc9a3
Slc9a3rl
Slc9a3rl
Slc9a3rl
Slc9a3rl
Slc9a3rl
Slc9a3rl
Slc9a3rl
Slc9a3rl
Slc9a3rl
Slc9a3rl
Slc9a3rl
Slc9a3rl
Slc9a3rl
Slc9a3rl
Slc9a3rl
Slc9a3rl
Slc9a3rl
Slc9a3rl
Slc9a3rl
Slc9a3rl

Slc9a3rl

Slc9a3rl

neutral and basic amino acid transport protein rBAT
large neutral amino acids transporter small subunit 4
large neutral amino acids transporter small subunit 4

band 3 anion transport protein

electrogenic sodium bicarbonate cotransporter 1
electrogenic sodium bicarbonate cotransporter 1
electrogenic sodium bicarbonate cotransporter 1
electrogenic sodium bicarbonate cotransporter 1
electrogenic sodium bicarbonate cotransporter 1
electrogenic sodium bicarbonate cotransporter 1
electrogenic sodium bicarbonate cotransporter 1
electrogenic sodium bicarbonate cotransporter 1
electrogenic sodium bicarbonate cotransporter 1
electrogenic sodium bicarbonate cotransporter 1
electrogenic sodium bicarbonate cotransporter 1
electrogenic sodium bicarbonate cotransporter 1
sodium/glucose cotransporter 2

sodium/glucose cotransporter 2

sodium/glucose cotransporter 2
sodium-dependent neutral amino acid transporter
B(0)AT3

sodium-dependent neutral amino acid transporter
B(0)AT1

Y+L amino acid transporter 1

large neutral amino acids transporter small subunit 2

B(0,+)-type amino acid transporter 1

B(0,+)-type amino acid transporter 1

B(0,+)-type amino acid transporter 1

B(0,+)-type amino acid transporter 1

B(0,+)-type amino acid transporter 1
sodium/hydrogen exchanger 3

sodium/hydrogen exchanger 3

sodium/hydrogen exchanger 3

sodium/hydrogen exchanger 3

sodium/hydrogen exchanger 3

sodium/hydrogen exchanger 3

sodium/hydrogen exchanger 3

sodium/hydrogen exchanger 3

sodium/hydrogen exchanger 3

Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1

Na(+)/H(+) exchange regulatory cofactor NHE-RF1

Na(+)/H(+) exchange regulatory cofactor NHE-RF1

RDS*IQMSMK
REDS?KLFLK
RLS*VGSSMR

VLEIPDRDS*
GSLDS*DNDDSDCPYSEK
KGS*LDS*DNDDSDCPYSEK
KGS*LDSDNDDSDCPYSEK
KGSLDS*DNDDSDCPYSEK
KKGS*LDS*DNDDSDCPYSEK
KKGS*LDSDNDDSDCPYSEK
M@FSNPDNGS*PAM@THR
M@FSNPDNGS*PAMTHR
M@FSNPDNGSPAM@T?HR
NLTSSS*LNDISDKPEK
SNPDNGS*PAM@THR
SNPDNGS*PAMTHR
S*GSGSPPPTTEEVAATTR
SGS*GSPPPTTEEVAATTR
SGSGS*PPPTTEEVAATTR
NTHLESALKPQES*R

ALSTAS*VNGDLKN

DEADGS*AQGDGAGPAAEQVK

NHPDRGS*DTSPEAEASSGGGGVALK

EDEKS*VHS*TEPK
EDEKS?VHST?EPK
EDEKS*VHSTEPK
REDEKS?VHS?TEPK
REDEKS?VHST?EPK
DGPEEQLQPAS*PESTHM@
EKDLELS*EPE
HELT*PNEDEKQDK
QIPNS*PSNFR
QIPNSPS?NFR
RGS*LAFIR
ST?DNM@VNVDFSTPR
VQIPNS*PSNFR
VQIPNSPS*NFR
AQEKS?EHTEPPAAADTK
AS*ESPRPALAR
ASES*PRPALAR
ASSDT?SEELNAQDSPK
DT*S*EELNAQDSPK
DT?SEELNAQDS?PK
DTS*EELNAQDSPK
DTS?EELNAQDSPKR
DTSEELNAQDS*PK
DTSEELNAQDS*PKR
EELNAQDS*PK
EELNAQDS*PKR
LVEPASES*PRPALAR
NGYGFNLHS*DK
S?AS?SDTSEELNAQDSPK
S*ASSDT*SEELNAQDSPK
S*ASSDTS*EELNAQDSPK
S*ASSDTSEELNAQ
S?ASSDTSEELNAQDS?PKR
S*ASSDTSEELNAQDSPK

S?SDTS?EELNAQDSPK

S*SDTSEELNAQDSPK

S10

552

S274

S18
$1029
$1026
$1026
S$1029
$1026
$1026
S§245
S245
T249
§257
S§245
S245
S619
S621
5623
S612

S627

Ss21
S20

S15

S15

S15

S15

S15

5825
S716
T639
S791
S§793
S§552
T561
S791
S§793
S117
S§275
8277
T290
T290
T290
S§291
S§291
§299
S§299
§299
S§299
8277
S167
5285
S§285
5285
5285
5285
§285

5287

5287

$1029

$1029

S18
T19

S18
T19

S291

S299

5287

T290

S291

S299

S291
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Accession Number

Gene Symbol

Protein Name

Phosphopeptide Sequence’

Site 1

Site2 Site 3

Site 4

Frequency*

Specific Site

NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605
NP_067605

NP_446263

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3rl

Slc9a3r2

Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1
Na(+)/H(+) exchange regulatory cofactor NHE-RF1

Na(+)/H(+) exchange regulatory cofactor NHE-RF2

SAS*S*DTSEELNAQDSPK

SAS*SDT*SEELNAQDSPK
SAS*SDTS*EELNAQ
SAS*SDTS*EELNAQDS*PK
SAS*SDTS*EELNAQDSPK
SAS?SDTSEELNAQ
SAS*SDTSEELNAQD
SAS*SDTSEELNAQDS*PK
SAS*SDTSEELNAQDS*PKR
SAS*SDTSEELNAQDSPK
SAS*SDTSEELNAQDSPKR
SASS*DT*SEELNAQDSPK
SASS*DTS*EELNAQ
SASS?DTS?EELNAQD
SASS*DTS*EELNAQDS*PKR
SASS*DTS*EELNAQDSPK
SASS*DTSEELNAQDS*PKR
SASS*DTSEELNAQDSPK
SASSDT*S*EELNAQDS*PKR
SASSDT*S*EELNAQDSPK
SASSDT*SEELNAQDSPK
SASSDTS*EELNAQDS*PKR
SASSDTSEELNAQDS*PK
SASSDTSEELNAQDS*PKR
SDTS*EELNAQDSPK
SES*PRPALAR
SS?DT?SEELNAQDSPK
SS*DTS*EELNAQDSPK
SS?DTSEELNAQDS?PKR
SS*DTSEELNAQDSPK
SSDT*S*EELNAQDSPK
SSDT?SEELNAQDS?PK
SSDT*SEELNAQDS*PKR
SSDT*SEELNAQDSPK
SSDTS*EELNAQDS*PK
SSDTS*EELNAQDS*PKR
SSDTS*EELNAQDSPK
SSDTS?EELNAQDSPKR
SSDTSEELNAQDS*PK
SSDTSEELNAQDS*PKR
VEPAS*ESPRPALAR
VEPASES*PRPALAR

SDLPGS?EKDNEDGSAWK

5287

5287

5287

5287

5287

5287

5287

5287

5287

5287

5287

5288

5288

5288

5288

5288

5288

5288

T290

T290

T290

S291

S§299

S§299

S§291

s277

5288

5288

5288

5288

T290

T290

T290

T290

S§291

S291

S§291

S291

S$299

S$299

S§275

s277

5280

5288

T290

S291

S291

S291

S299

S299

T290

S291

S291

S291

S291

S299

S291

S291

S299

T290

S291

S299

S291

S299

S299

S299

S299

S299

S299

S299

49

98

19
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15
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Accession Number

Gene Symbol

Protein Name

Phosphopeptide Sequence’

Site 1

Site2 Site 3

Site 4

Frequency*

Specific Site

NP_058807
NP_058807

NP_001002024
NP_001002024
NP_001002024
NP_001002024
NP_001002024
NP_001002024
NP_001002024
NP_001002024

NP_073180
NP_073180
NP_073180
NP_073180
NP_073180
NP_073180
NP_073180
NP_073180
NP_073180
NP_073180
NP_062251
XP_001065113
NP_741984
NP_001013148
NP_001013148
NP_001013148
NP_001013148
NP_001013148
NP_001013148
NP_001013148
NP_001013148
NP_001013148
NP_001013148
NP_001013148
NP_001013148
NP_001013148
NP_001013148
NP_787037
NP_114183
NP_114183
NP_001101456
NP_001013087
NP_001101539
NP_001100392

NP_001020796
NP_001020796
NP_112387
NP_112387
NP_068641
NP_068641
NP_068641
NP_113844
NP_112388
NP_001012141
NP_001030113
NP_001020233
NP_001015022
NP_001015022
NP_001020906
NP_112394
NP_620195

NP_620195

NP_001099736
NP_446225
NP_446225
NP_001011970

NP_001163903
NP_001020138
NP_001020138
NP_001153097
XP_002726399
NP_001014163
NP_001102743

Slcolal
Slcolal
Slco4cl
Slco4cl
Slco4cl
Slco4cl
Slco4cl
Slco4cl
Slco4cl
Slco4cl

Snap23
Snap23
Snap23
Snap23
Snap23
Snap23
Snap23
Snap23
Snap23
Snap23
Snip
Spatal3
Spna2
Sptbnl
Sptbnl
Sptbnl
Sptbn1
Sptbnl
Sptbn1
Sptbnl
Sptbnl
Sptbnl
Sptbnl
Sptbnl
Sptbnl
Sptbnl
Sptbn1
Sgstml
Src

Src
Srrm1
Stard10
Stk11
Stk1lip

Stubl
Stubl
Stx4

Stx4

Stx7

Stx7

Stx7

Stx8
Stxbp2
Tada2l
Tarbp2
Tas2r135
Thcld1l0a
Thcld10a
Tceal
Tgfbr2
Tgolnl

Tgoinl

Tjpl
Tjp2
Tjp2
Tm7sf3

Tmc3
Tmem106a
Tmem106a
Tmem116
Tmem139
Tmem192
Tmem51

solute carrier organic anion transporter family member
1A1

solute carrier organic anion transporter family member
1A1

solute carrier organic anion transporter family member
4C1

solute carrier organic anion transporter family member
4C1

solute carrier organic anion transporter family member
4C1

solute carrier organic anion transporter family member
4C1

solute carrier organic anion transporter family member
4C1

solute carrier organic anion transporter family member
4C1

solute carrier organic anion transporter family member
4C1

solute carrier organic anion transporter family member
4C1

synaptosomal-associated protein 23
synaptosomal-associated protein 23
synaptosomal-associated protein 23
synaptosomal-associated protein 23
synaptosomal-associated protein 23
synaptosomal-associated protein 23
synaptosomal-associated protein 23
synaptosomal-associated protein 23
synaptosomal-associated protein 23
synaptosomal-associated protein 23

SRC kinase signaling inhibitor 1

spermatogenesis associated 13

spectrin alpha chain, brain

spectrin beta chain, brain 1

spectrin beta chain, brain 1

spectrin beta chain, brain 1

spectrin beta chain, brain 1

spectrin beta chain, brain 1

spectrin beta chain, brain 1

spectrin beta chain, brain 1

spectrin beta chain, brain 1

spectrin beta chain, brain 1

spectrin beta chain, brain 1

spectrin beta chain, brain 1

spectrin beta chain, brain 1

spectrin beta chain, brain 1

spectrin beta chain, brain 1

sequestosome-1 isoform 1

proto-oncogene tyrosine-protein kinase Src
proto-oncogene tyrosine-protein kinase Src
serine/arginine repetitive matrix protein 1

PCTP-like protein

serine/threonine kinase 11

serine/threonine-protein kinase 11-interacting protein

STIP1 homology and U-Box containing protein 1
STIP1 homology and U-Box containing protein 1
syntaxin-4

syntaxin-4

syntaxin-7

syntaxin-7

syntaxin-7

syntaxin-8

syntaxin-binding protein 2

transcriptional adapter 2-alpha

RISC-loading complex subunit TARBP2

taste receptor type 2 member 135

TBC1 domain family member 10A

TBC1 domain family member 10A

transcription elongation factor A protein 1
TGF-beta receptor type-2 precursor

trans-Golgi network integral membrane protein TGN38
precursor

trans-Golgi network integral membrane protein TGN38
precursor

tight junction protein ZO-1

tight junction protein ZO-2

tight junction protein ZO-2

transmembrane 7 superfamily member 3 precursor

transmembrane channel-like 3
transmembrane protein 106A
transmembrane protein 106A
transmembrane protein 116
transmembrane protein 139-like
transmembrane protein 192
transmembrane protein 51

ESEHTDVHGS*PQVEN

ESEHTDVHGS*PQVENDGELK
AFVPSS*PDTPR
FVPSS?PDTPR
GVENPAFVPS*SPDTPRR
GVENPAFVPSS*PDTPR
GVENPAFVPSS*PDTPRR
S*ASPS*QVEVSAVASR
S*ASPSQVEVSAVASR
SAS?PSQVEVSAVASR

AHQVTDES*LESTR
AHQVTDES?LESTRR
AHQVTDESLES?TRR
ATWGDGGDSS*PSNVVSK
DGGDS*SPSNVVSK
DGGDSS?PSNVVSK
GDGGDSS*PSNVVSK
GGDSS*PSNVVSK
NFES*GKNYK
WGDGGDSS*PSNVVSK
RGS*DELTVPR
LHDDYS?R

S*LQQLAEER
ESS*PVPS*PTSDR
ESS?PVPS?PTSDRK
ESS*PVPSPT*SDR
ESS*PVPSPTSDR
GDQVS*QNGLPAEQGSPR
GDQVSQNGLPAEQGS*PR
RPPS*PEPSAK
TS?SKES?SPVPSPTSDRK
TS?SKESS?PVPSPTSDR
TSS*KES*SPVPSPTSDRK
TSS*KESS*PVPS*PTSDR
TSS*KESS*PVPS*PTSDRK
TSS*KESS*PVPSPTSDR
TSS*KESS*PVPSPTSDRK
SRLTPT?SAESSSTGTEDK
RRS*LEPAEN
S*LEPAENVH

RYS*PPIQR
ADS*LENIDESAVTESR
IDS*TEVIYQPR
S*ISEPSDTDPELR

LGTGGGGS*PDKSPSAQELK
LGTGGGGSPDKS*PSAQELK
DNIS*DDEDEVR
QGDNIS*DDEDEVR
ASS?RVS?GGFPEDSSK
SRVS*GGFPEDSSK
VS*GGFPEDSSK
NEGS*EPDLIR
ADT*PSLGEGPEK
QADIDSGLS*PS*VLMASNS*GR
VT?VGDTSCT?GQGPSKK
T*LSAHNK

ALQPS*PSIR
RAPASGGS*LSGTR
KKEPAISSQNS*PEAR
S?CSQEKIPEDGSLNTTK
GDKS?SEPTEDVETK

VLGPSS?SENQEGTLTDSM@K

DEVGT*PPESAITR
DGS*PPPAFKPEPPK
RQQYS*DQEYHSSTEK
EQPAGERT*PLLL

AS?QRYRSIR
S*HSCVPCEK
SHS?CVPCEK
DTQT*PLLCSQK
VGS*EGTM@TPR
LLELATQPART*
AETETS*PGHAPDR

S657

S657

S16

S16

S15

S16

S16

S24

S24

526

S20
S20
S23
S110
S$109
S110
S110
S110
S95
S110
S§1021
S336
S§1217
S$2159
§2159
S$2159
S§2159
S§2122
S§2132
$2097
S2154
S2154
§2155
S$2155
§2155
S$2155
§2155
T268
s17
S17
S601
S$259
S31
5388

S20
S24
S15
S15
S126
S129
S129
S§102
T216
S348
T67
T60
5407
S18
S$100
S551
S234

S§271

T856
5966
S404
T561

s7
S41
43
T317
S147
T266
S178

S28

S2163
S2163
T2165

$2158
S2159
$2158
S2159
S$2159
S2159
S$2159

S129

S350
T74

S2163
S$2163

S357
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Assignment?




Accession Number

Gene Symbol

Protein Name

Phosphopeptide Sequence’

Site 1

Site2 Site 3

Site 4

Frequency*

Specific Site
Assignment?

NP_001102743 Tmem51 transmembrane protein 51 EEDS*QEEEEEASSR S114 4 yes
NP_001099423 Tmem9 transmembrane protein 9 S*M@AAAAASIGGPR S76 1 yes
XP_002727278 Tnsl tensin 1 ATS?PS?PDSAAFR S1542 S1544 1 no
NP_647548 Tpcnl two pore calcium channel protein 1 TKS*DLSLK S767 2 yes
NP_001100655 Tpr translocated promoter region Y*EM@LQDNVEGY*RR Y725 Y735 2 yes
NP_113974 Trim3 tripartite motif-containing protein 3 REDS*PGPEVQPM@DK S7 3 yes
NP_036812 Tsc2 tuberin STS*LNERPK S939 1 yes
NP_036812 Tsc2 tuberin TDIGRLS*PEAK S1413 1 yes
NP_001012192 Tsscl protein TSSC1 DDVS*DPEEHHTEK S320 2 yes
NP_001094226 Tte7 tetratricopeptide repeat protein 7A DGS*FEGLTVK S648 3 yes
NP_001034115 Ubr4 E3 ubiquitin-protein ligase UBR4 HVTLPS*SPR S2718 2 yes
NP_001102282 Ubxn6 UBX domain-containing protein 6 GKS*PQLALR S36 2 yes
NP_997686 Ushlc Usher syndrome 1C EM@EQIS*EEEEK S364 1 yes
NP_037202 utrn utrophin EKEYS?VLNAVDQAR S2602 1 no
NP_114015 Vamp8 vesicle-associated membrane protein 8 DLEAT*SEHFK T53 4 yes
XP_001077346 Vill villin-like S?GSLCASVPSNSVSQLQK S$130 3 no
XP_001077346 Vill villin-like SGS?LCASVPSNSVSQLQK S132 4 no
NP_001020887 Vps4b vacuolar protein sorting-associated protein 4B EEQSGPVDEKGNDS*DGEAESDDPEK  S102 2 yes
NP_001020887 Vps4b vacuolar protein sorting-associated protein 4B GNDS*DGEAESDDPEK S102 5 yes
NP_001020887 Vps4b vacuolar protein sorting-associated protein 4B GNDS*DGEAESDDPEKK S102 2 yes
NP_001020887 Vps4b vacuolar protein sorting-associated protein 4B GNDS*DGEAESDDPEKKK S102 2 yes
NP_001094364 Wdr20a WD repeat domain 20a S?NSLPHSAVSNAGSK S432 3 no
NP_001094364 Wdr20a WD repeat domain 20a S?SDKLNLVTK S491 1 no
NP_001094364 Wdr20a WD repeat domain 20a SNS*LPHSAVSNAGSK S434 6 yes
NP_001094364 Wdr20a WD repeat domain 20a SS*DKLNLVTK S492 1 yes
NP_076465 Wdr7 WD repeat-containing protein 7 ARDS*PPASSNIVQGQIK S935 1 yes
NP_001029174 Yapl yorkie homolog QAS*TDAGTAGALTPQHVR S94 2 yes
NP_001019470 Zfp458 zinc finger protein 458 isoform 2 HT*EGKAY*K T659 Y664 1 yes
1Freguency: The total amount of scans that produce the same phosphopeptide sequence

“Specific Site Assignment: The certainty of the phosphorylation site is "yes" if the phosphopeptide passed: 1) the Ascore and/or the PhosphoScore for the SEQUEST search algorithm; and/or 2) the Phosphate
Localization score (PLS) for the InsPecT search algorithm. The certainty of the phosphorylation is "no" if: 1) there was a discrepancy among the various search algorithms; 2) the peptide was not tested for the
Ascore, PhosphoScore, or PLS (peptide identified solely by OMSSA search algorithm); or 3) the peptide failed to pass the Ascore, PhosphoScore, or PLS. Thus, the phosphoylation site is ambiguous when the
certainty is "no".




